
Project Title:  
Genome editors contribution to tumorigenesis following viral infection 
 
Short description: The Kaposi sarcoma herpesvirus 
(KSHV) is an oncogenic virus and in co-infection with 
the Epstein-Barr virus it is associated with the 
occurrence of Primary effusion lymphoma. It was 
shown that KSHV can regulate the expression of AICDA, 
a cellular editor, through own viral proteins and 
miRNAs. AICDA is essential for adaptive immunity and 
mediates somatic mutations and DNA double strand 
breaks. If KSHV also influences the mutagenic activity 
of AID directly still needs to be elucidated. 
Furthermore, it is unclear what effect the co-infection 
of EBV and KSHV has on AID expression. In this project 
we aim to investigate the impact of KSHV on AID in the 
context of a double infection with EBV.  
 
Techniques: virus production, isolation of primary 
human B cells from blood, reverse transcription qPCR, cell culture of adherent and suspension cells, 
cell line production, gene integration with lentiviral system, flow cytometry, western blot 
 
Keywords: virus, KSHV, EBV, AID, flow cytometry, cell culture 
 
Supervisor: Prof. Dr. Richard Chahwan 
 
Institute: Institute of Experimental Immunology, Cancer Immunobiology 
 
Email: chahwan@immunology.uzh.ch  
 
Phone: +41 446353710 
 
Website: https://www.chahwanlab.com/  
 
Qualifications: We are looking for a motivated student who shows commitment and is eager to learn. 
Prior experience with mammalian cells is a plus. Good communication skills and enthusiasm are the 
assets that will allow you to productively interact with our team. 
 
Further information: Interested candidates, can send an email to chahwan@immunology.uzh.ch with 
a CV and a brief comment about their interest in the position. 
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